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2 correlbinom

correlbinom Correlated Binomial Probabilities
Description
This function reports the likelihoods of 0, 1, ..., n successes given n trials of a binomial with a

specified correlation or association between trials and success probability

Usage
correlbinom(rho, successprob, trials, precision = 1024, model = "witt")
Arguments
rho The level of correlation or association between trials. In the Witt (2014) model,
this parameter is the level of correlation between trials. In the Kuk (2004) model,
it is the equivalent of one minus gamma from that paper, where a value of zero
indicates independence. In both cases, this parameter must fall within the unit
interval.
successprob The likelihood of success in one trial.
trials The number of trials.
precision Number of bits of precision. Defaults to 1024.
model Specify whether the kuk’ or *witt’ model is to be used for calculation. Defaults
to “witt’.
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Examples

correlbinom(0.5,0.1,5)
correlbinom(0.9,0.3,12,256)
correlbinom(@.9,0.6,12,model="kuk")
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