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eAlc Compute Estimated Alc
Description
This function computes the estimated Alc, according to the American Diabetes Association calcu-
lator
Usage
eAlc(df)
Arguments
df Data frame read through readfile



GMI

Value

A numeric value representing eAlc

Examples

mydatafile <- system.file("extdata”, "my_data_file.csv", package = "cgmquantify")
mydata <- readfile(mydatafile)
eAlc(mydata)

GMI Compute Glycemic Management Indicator

Description

This function computes the estimated GMI

Usage
GMI(df)

Arguments

df Data frame read through readfile

Value

A numeric value representing GMI

Examples

mydatafile <- system.file("extdata”, "my_data_file.csv"”, package = "cgmquantify")
mydata <- readfile(mydatafile)
GMI(mydata)

HBGI Compute High Blood Glucose Index

Description

This function computes the high blood glucose index

Usage
HBGI (df)
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Arguments

df Data frame read through readfile

Value

A numeric value representing HBGI

Examples

mydatafile <- system.file("extdata”, "my_data_file.csv"”, package = "cgmquantify")
mydata <- readfile(mydatafile)
HBGI (mydata)

interdaycv Compute Interday Coefficient of Variation

Description

This function computes the interday coefficient of variation

Usage

interdaycv(df)

Arguments

df Data frame read through readfile

Value

A numeric value representing interday cv

Examples

mydatafile <- system.file("extdata”, "my_data_file.csv", package = "cgmquantify")
mydata <- readfile(mydatafile)
interdaycv(mydata)
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interdaysd Compute Interday Standard Deviation

Description

This function computes the interday standard deviation

Usage
interdaysd(df)

Arguments

df Data frame read through readfile

Value

A numeric value representing interday sd

Examples

mydatafile <- system.file("extdata”, "my_data_file.csv"”, package = "cgmquantify")
mydata <- readfile(mydatafile)
interdaysd(mydata)

intradaycv Compute Intraday Coelfficient of Variation

Description
This function computes the intraday coefficient of variation summary statistics: mean, median,
standard deviation of all days in data

Usage
intradaycv(df)

Arguments

df Data frame read through readfile

Value

A data frame containing the mean, median, and standard deviation of the intraday coefficients of
variation.
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Examples

mydatafile <- system.file("extdata”, "my_data_file.csv"”, package = "cgmquantify")
mydata <- readfile(mydatafile)
intradaycv(mydata)

intradaysd Compute Intraday Standard Deviation

Description
This function computes the intraday standard deviation summary statistics: mean, median, standard
deviation of all days in data

Usage
intradaysd(df)

Arguments

df Data frame read through readfile

Value

A data frame containing the mean, median, and standard deviation of the intraday standard devia-
tions.

Examples

mydatafile <- system.file("extdata”, "my_data_file.csv"”, package = "cgmquantify")
mydata <- readfile(mydatafile)
intradaysd(mydata)

J_index Compute J-index

Description

This function computes J-index, a glycemic variability metrix

Usage
J_index(df)

Arguments

df Data frame read through readfile
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Value

A numeric value representing J-index

Examples

mydatafile <- system.file("extdata”, "my_data_file.csv", package = "cgmquantify")
mydata <- readfile(mydatafile)
J_index(mydata)

LBGI Compute Low Blood Glucose Index

Description

This function computes the low blood glucose index

Usage
LBGI (df)

Arguments

df Data frame read through readfile

Value

A numeric value representing LBGI

Examples

mydatafile <- system.file("extdata”, "my_data_file.csv"”, package = "cgmquantify")
mydata <- readfile(mydatafile)
LBGI (mydata)

LBGI_HBGI Compute Low Blood Glucose Index

Description

This function computes the low blood glucose index

Usage
LBGI_HBGI (df)
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Arguments

df Data frame read through readfile

Value

A data frame containing both the LBGI and HBGI values

Examples

mydatafile <- system.file("extdata”, "my_data_file.csv", package = "cgmquantify")
mydata <- readfile(mydatafile)
LBGI_HBGI (mydata)

MGE Compute Mean of Glycemic Excursions

Description

This function computes the mean of glycemic excursions, glycemic excursions indicated by stan-
dard deviation, default = 1

Usage

MGE(df, sd = 1)

Arguments

df Data frame read through readfile

sd Standard deviation indicating glycemic excursion, default = 1
Value

A numeric value representing MAGE

Examples

mydatafile <- system.file("extdata”, "my_data_file.csv"”, package = "cgmquantify")
mydata <- readfile(mydatafile)
MGE (mydata)
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MGN Compute Mean of Normal Glucose

Description

This function computes the mean of normal glucose, glycemic excursions indicated by standard
deviation, default = 1

Usage
MGN (df)

Arguments

df Data frame read through readfile

Value

A numeric value representing MGN

Examples

mydatafile <- system.file("extdata”, "my_data_file.csv"”, package = "cgmquantify")
mydata <- readfile(mydatafile)
MGN(mydata)

plot_glucose Plot Glucose Data

Description

This function plots glycemic excursions over the time period in which data was collected.

Usage
plot_glucose(df)

Arguments

df Data frame read through readfile

Value

None
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Examples

mydatafile <- system.file("extdata”, "my_data_file.csv"”, package = "cgmquantify")
mydata <- readfile(mydatafile)
plot_glucose(mydata)

POR Compute Percent of Time Outside Range

Description
This function computes the percent of time outside range (range in standard deviations from mean,
default = 1).

Usage
POR(df, sd = 1, sr = 5)

Arguments

df Data frame read through readfile

sd Standard deviation indicating glycemic excursion, default = 1

sr Sampling rate inverse in minutes of the CGM (default is Dexcom -> 5 minutes)
Value

A numeric value representing POR

Examples

mydatafile <- system.file("extdata”, "my_data_file.csv"”, package = "cgmquantify")
mydata <- readfile(mydatafile)
POR(mydata, sd = 1, sr = 5)

readfile Read in Data Frame

Description
This function reads in a .csv with variable names Timestamp..YYYY.MM.DDThh.mm.ss and Glu-
cose.Value..mg.dL

Usage

readfile(filename)
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Arguments

filename .csv file of data frame to be read

Value

transformed data frame for further analysis

Examples

mydatafile <- system.file("extdata”, "my_data_file.csv"”, package = "cgmquantify")
readfile(mydatafile)

summary_glucose Compute Glucose Summary Statistics

Description

This function computes the mean, median, minimum, maximum, first quartile, and the third quartile
of an indidividual’s overall glucose levels

Usage

summary_glucose(df)

Arguments

df Data frame read through readfile

Value

A dataframe containing the mean, median, minimum, maximum, quartile1, and quartile3 of glucose
levels

Examples

mydatafile <- system.file("extdata”, "my_data_file.csv", package = "cgmquantify")
mydata <- readfile(mydatafile)
summary_glucose(mydata)
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TIR Compute Time Inside Range

Description

This function computes the time inside range (range in standard deviations from mean, default = 1).

Usage
TIR(df, sd =1, sr = 5)

Arguments
df Data frame read through readfile
sd Standard deviation indicating glycemic excursions, default = 1
sr Sampling rate inverse in minutes of the CGM (default is the Dexcom -> 5 min-
utes)
Value

A numeric value representing TIR

Examples

mydatafile <- system.file("extdata”, "my_data_file.csv", package = "cgmquantify")
mydata <- readfile(mydatafile)
TIR(mydata, sd = 1, sr = 5)

TOR Compute Time Outside Range

Description
This function computes the time outside range (range in standard deviations from mean, default =
1).

Usage
TOR(df, sd = 1, sr = 5)

Arguments
df Data frame read through readfile
sd Standard deviation indicating glycemic excursions, default = 1
sr Sampling rate inverse in minutes of the CGM (default is the Dexcom -> 5 min-

utes)
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Value

A numeric value representing TOR

Examples

mydatafile <- system.file("extdata”, "my_data_file.csv"”, package = "cgmquantify")
mydata <- readfile(mydatafile)
TOR(mydata, sd = 1, sr = 5)
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